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1K ldentify candidate genes for genetically
mapped resistance genes

4f * Develop molecular markers for routine
& screening of blackleg resistance genes

“ * Deliver novel sources of qualitative blackleg
4 resistance
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ff Resistance genes
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. * Chromosome A02: LepR1

\ e Chromosome AO7: RIm1, RIm3, RIm4, RIm?7,

i RIm9
“ * Chromosome A10: LepR2, RIm2, LepR3

- * Chromosome C03: RIm13, RIm6 - napus
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* Screened 128 current and past Australian
‘% varieties
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* Undertook genome sequencing

* Correlated information with phenotypic
screening
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KASP marker development

Gene No. Resistant alleles No. Susceptible alleles

RIm2 1 6
LepR3 1 6
RIm4 2 5
RIm7 2 5
RIm9 1 5
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KASP marker development

ATG — o TAA
LepR3 assay RIm2 assay

AAAGTATGGACCATAACRTAAAGGTAA
(b) s, -~ GAGGAGGTGATAAGTTGGATAGCAGCTGCAAT [GETTTCATACCTGGTATTGYATTTGGATTCACGATGGA.. %
s im2 GATAAGTTGGATAGCAGCTGCAAT Cao
Rim2 GATAAGTTGGATAGCAGCTGCAATTA

(c) 5 CCAACAACACTTTCACCAGTTTCGAA
(1536)  TGAATCTCTCCAACAACACTTTCACCAGTTTCGAAA

GCCGAAWAAACTCCGGCAACCATCCTCTCTGTA. .. (1a55)
CAGGCTTWTTTGAGGCCGTTGG  lepR3
TAGGCTTWTTTGAGGCCGTTGGTA LepR3

1 1039 1156 1275 1448 2695
(d) RIm4-7-9
[y ey— TAA
RIm3 assay 8113
1
Rim4-7 assay

AACGAACAAGAGTCTACATCACTTCTGAA

(e) 5 CTCCAGCAACGAACAAGAGTCTACATCACTTCTGAACTIIGACGGGGAGCCCTTTCTACGTTAGTGACAGT. (j:',,
(344) CTGCCCCTCGGGAAAGATGC  rm9
ATGCCCCTCGGGAAAGATGCAA RIm9

i CACATATCATTTGATCAGAACAAATTAAAT
5 LAAATTCACATATCATTTGATCAGAACAAATTAAATTGGGGTAGGAAAAGGACGGGAGACATAAATAAATT. .. 3
(Fixihean otly) CATCCTTTTCCTGCCCTCTGTAT Rim4 (888 inser onty)
TATCCTTTTCCTGCCCTCTGTATTTA RIm7
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KASP marker development

Gene No. Lines: Phenotyping No. lines: KASP

RIm2 4 4
LepR3 217* 33
RIm4 263 263
RIm7 48 48
RIm9 42 42
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Gene No. Lines: Phenotyping No. lines: KASP
RIm2 4
LepR3 217*
RIm4 263
RIm7 48
RIm9 42

e *RIm1/LepR3
* 8 lines heterozygous for RIm9
* 18 lines heterozygous for RIm4/7

KASP marker development
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RIm9 KASP marker development
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(a) 4.0 e RIm2/Rlm2 wrim2/im2 «NTC » Heterozygotes

07 09 11 13 15 1.7 19 21 23

O RImS/RImS @ rim3/rim3 ® NTC# Heterozygotes
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KASP marker development
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) I\/Iarker deployment

 MGP offer service for routine screening for known
resistance genes using molecular markers
 New markers added to set as developed
« Assay details provided if required
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